MRC

Epidemiology
Unit

2l UNIVERSITY OF

LVAAE j“ l‘l*l

European Prospective |nvestigation of Cancer

Connecting the dots: Unravelling human diseases through genetics and blood protein levels
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« Currently, healthcare systems consider people with prediabetes are at a sufficiently high risk
(~1in 5 will develop diabetes in the next 20 years) to warrant treatment to prevent
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